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remains poorly characterized in important Rosaceae 
species.

 
The correction does not affect the overall result or con-
clusion of the article. The original article has been 
corrected.
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Following publication of the original article [1], the 
authors would like to correct the Background of the 
Abstract section.

 
Background should be:

 
Light-harvesting chlorophyll a/b binding proteins (Lhcb) 
play crucial roles in plant growth, development, and the 
response to abiotic stress in higher plants. Previous stud-
ies have reported that Lhcb genes were involved in the 
phytochrome regulation and responded to different light 
and temperature conditions in Poaceae (such as maize). 
However, the evolution and functions of Lhcb genes 
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