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Foundation of China (32,161,143,005, 32,160,669, 
32,372,051).

The correction does not affect the overall result or 
conclusion of the article. The original article has been 
corrected.
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Following publication of the original article [1], author 
would like to correct the funding statement in the Fund-
ing section. The updated funding is given below and the 
changes have been highlighted in bold typeface.

 
Original Funding
Not applicable.

 
Updated Funding
This work was supported by the Key Laboratory 
of Molecular Breeding for Grain and Oil Crops in 
Guizhou Province (Qiankehezhongyindi (2023) 008), 
the Key Laboratory of Functional Agriculture of 
Guizhou Provincial Higher Education Institutions 
(Qianjiaoji (2023) 007) and the National Science 
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The online version of the original article can be found at https://doi.
org/10.1186/s12870-024-04774-6.
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